Questions on Bioinformatics:
I. Multiple Choices:

1. Bindings between transcription factors (TFs) and transcription factor binding sites (TFBSs) are ____________ interactions primarily in __________. (5%)
A. protein-protein; translational regulation
B. protein-DNA; transcriptional regulation
C. protein-ligand; drug discovery
D. DNA-RNA; transcriptional regulation
2. SmartGrow is a _________ based drug discovery method; it optimizes the binding affinities of ___________ interactions as shown in the experiments. (5%)
A. docking; protein-DNA
B. docking; protein-ligand

C. synthesis; protein-DNA

D. synthesis; protein-ligand 

II. What are the motivations for the approximation and the Bayesian scoring function proposed over the exact protein-DNA association rule mining based on counts (supports)? (45%)
III. What are the advantages of SmartGrow compared with AutoGrow? (45%)
